<110> 




SEQUENCE LISTING 



Yue 

Ohta, Tomohiko 



<120> isolation of ROCl and R OC2 
<130> Xiong and Ohta 
<160> 4^ 

<170> PAtentln Ver. 2.1 



RECEIVED 

OCT 192000 



<210> 1 
<211> 321 
<212> DNA\ 
<213> Homo\ sapiens 
<221> CDS 
<222> (1) . .\327) 
<400> 1 

atg gcg gca gig atg gat gtg gat acc ccg age ggc acc aac age ggc 4 8 
Met Ala Ala Aria Met Asp Val Asp Thr Pro Ser Gly Thr Asn Ser Gly 
1 \ 5 10 15 

gcg ggc aag aag V:gc ttt gaa gtg aaa aag tgg aat gca gta gec etc 96 
Ala Gly Lys Lys Arg Phe Glu Val Lys Lys Trp Asn Ala Val Ala Leu 
20 \ 25 30 

tgg gec tgg gat at* gtg gtt gat aac tgt gec ate tgc agg aac cac 14 4 
Trp Ala Trp Asp IleXval Val Asp Asn Cys Ala lie Cys Arg Asn His 
35 \ 40 45 



att atg gat ctt tgc ata gaa tgt caa get aac cag gcg tec get act 
lie Met Asp Leu Cys 1^ Glu Cys Gin Ala Asn Gin Ala Ser Ala Thr 
50 \ 55 60 



gac aac aga gag tgg gaa ttc c^a aag tat ggg cac tag 
Asp Asn Arg Glu Trp Glu Phe Gift Lys Tyr Gly His 
100 \105 



192 



tea gaa gag tgt act gtc Yjca tgg gga gtc tgt aac cat get ttt cac 240 

Ser Glu Glu Cys Thr Val Ala Trp Gly Val Cys Asn His Ala Phe His 

65 70 \ 75 80 

ttc cac tgc ate tct cgc tgcX etc aaa aca cga cag gtg tgt cca ttg 288 

Phe His Cys lie Ser Arg Trp u,eu Lys Thr Arg Gin Val Cys Pro Leu 

85 \ 90 95 



327 



<210> 2 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<400>- 2 

Met Ala Ala Ala Met Asp Val Asp Thr &ro Ser Gly Thr Asn Ser Gly 

15 10 15 

Ala Gly Lys Lys Arg Phe Glu Val Lys Lyte Trp Asn Ala Val Ala Leu 

20 25 \ 30 

Trp Ala Trp Asp lie Val Val Asp Asn Cys\Ala lie Cys Arg Asn His 

35 40 \ 45 

lie Met Asp Leu Cys lie Glu Cys Gin Ala Asn Gin Ala Ser Ala Thr 
50 55 \ 60 



1 



Ser OLu Glu Cys Thr Val Ala Trp Gly Val Cys Asn His Ala Phe His 
65 \ 70 75 80 

Phe Has Cys lie Ser Arg Trp Leu Lys Thr Arg Gin Val Cys Pro Leu 

85 90 95 

Asp Asn\ Arg Glu Trp Glu Phe Gin Lys Tyr Gly His 
100 105 



RECEIVED 

OCf 19Z0GQ 



<210> 3 
<211> 342\ 
<212> DNA) 
<213> Homo\ sapiens 
<221> CDS 
<222> (1) . .^342) 
<400> 3 

atg gcc gac Atg gaa gac gga gag gaa acc tgc gcc ctg gcc tct cac 
Met Ala Asp VrI Glu Asp Gly Glu Glu Thr Cys Ala Leu Ala Ser His 
1 \ 5 10 15 



acg tgc gcc ate tdc agg gtc cag gtg atg gat gcc tgt ctt aga tgt 
Thr Cys Ala lie Cyfe Arg Val Gin Val Met Asp Ala Cys Leu Arg Cys 
50 \ 55 60 

caa get gaa aac aaa\caa gag gac tgt gtt gtg gtc tgg gga gaa tgt 
Gin Ala Glu Asn Lys Gin Glu Asp Cys Val Val Val Trp Gly Glu Cys 
65 \70 75 80 

aat cat tec ttc cac akc tgc tgc atg tec ctg tgg gtg aaa cag aac 
Asn His Ser Phe His AsV\ Cys Cys Met Ser Leu Trp Val Lys Gin Asn 
85 \ 90 95 

aat cgc tgc cct etc tgc\cag cag gac tgg gtg gtc caa aga ate ggc 
Asn Arg Cys Pro Leu Cys Vsin Gin Asp Trp Val Val Gin Arg lie Gly 
100 \ 105 110 

aaa tga 
Lys 



48 



96 



tec ggg age tci ggc tea acg teg gga ggc gac aag atg ttc tec etc 
Ser Gly Ser Ser\ Gly Ser Thr Ser Gly Gly Asp Lys Met Phe Ser Leu 
20\ 25 30 

aag aag tgg aac teg gtg gcc atg tgg age tgg gac gtg gag tgc gat 144 
Lys Lys Trp Asn fro Val Ala Met Trp Ser Trp Asp Val Glu Cys Asp 
35 \ 40 45 



192 



240 



288 



336 



342 



<210> 4 
<211> 113 
<212> PRT 

<213> Homo sapiens 
<400> 4 



Met Ala Asp Val Glu Asp Gly Glu Glu Thr Cys Ala Leu Ala Ser His 

1 5 \ 10 15 

Ser Gly Ser Ser Gly Ser Thr Set Gly Gly Asp Lys Met Phe Ser Leu 

20 \ 25 30 

Lys Lys Trp Asn Pro. Val Ala Met\ Trp Ser Trp Asp Val Glu Cys Asp 

35 40\ 45 

Thr Cys Ala lie Cys Arg Val Gin Wal Met Asp Ala Cys Leu Arg Cys 
50 55 \ 60 



2 



Gln\ Ala Glu Asn Lys Gin Glu Asp Cys Val Val Val Trp Gly Glu Cys 
65 \ 70 75 80 

Asn \is Ser Phe His Asn Cys Cys Met Ser Leu Trp Val Lys Gin Asn 

85 90 95 

Asn Ar>a Cys Pro Leu Cys Gin Gin Asp Trp Val Val Gin Arg He Gly 
100 105. no 

Lys 



<210> 5 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<223> Description of Artificial Sequence: PCR Primer 
<400> 5 



tttaaagaga aataggatcc catgagcaac gaa 



33 



<210> 6 
<211> 33 
<212> DNA 
<213> Artificial 
<223> Description 
<400> 6 



Df Artificial Sequence: PCR Primer 



ttaaatgttt acggggaatit cattttttca cct 



33 



<210> 7 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: 
<400> 7 

ggcaatacag attaggatcc tafcgaaagtt aaa 



PCR Primer 



33 



<210> 8 
<211> 33 
<212> DNA 

<223> Description of Artif 
<400> 8 

aattgtgatt tctagaattc tttttte 



al Sequence: 
\cg taa 



PCR Primer 



33 



<210> 9 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<223> Description of Artificial Se 
<400> 9 

atccccatgg ctatgataac taataagaaa ata 



ence: PCR Primer 



33 



<210> 10 
<211> 33 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: ^CR Primer 



3 



<4oq 

ctgc 



agagct cgttaggaaa ggtaatggta ata 



33 



<210>^ 

<211> 

<212> 

<213> 

<223> 

<400> 



tificial Sequence 
Description of Artificial Sequence: 



PCR Primer 



atccccatg* ctatgataaa tgagagcgtt tec 



33 



<210> 12 
<211> 33 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: 
<400> 12 x 



PCR Primer 



agetegtega cattVgtact tgtaagttgc tat 



33 



<210> 13 
<211> 33 
<212> DNA 

<213> Artificial Sequence 

<223> Description of\ Artificial Sequence: 
<400> 13 v 



PCR Primer 



atccccatgg ctatgtcatt \cagattacc cca 



33 



<210> 14 
<211> 33 
<212> DNA 

<213> Artificial Sequence 
<223> Description of Artifi) 
<400> 14 



:ial Sequence: PCR Primer 



agetegtega catcatgagt ttttatgfccc att 



33 



<210> 15 
<211> 15 
<212> PRT 

<213> Artificial Sequence 
<223> Description of Artificial s\quence : Synthetic 

Peptide 1 
<400> 15 



Cys Met Ala Ala Ala Met Asp Val Aspl 



r Pro Ser Gly Thr Asn 
.10 15 



<210> 16 
<211> 13 
<212> PRT 

<213> Artificial Sequence 



<22B> Description of Artificial Sequence: Synthetic Peptide 
<40D> 16 

Cys Asp Asn Arg Glu Trp Glu Phe Gin Lys Tyr Gly His 
1 \ 5 io 



<210> 
<211> 

<212> PfeT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: Synthetic Peptide 

<400> 17 x 



Cys Arg GJ 
1 



Glu Trp Lys Phe Lys Glu 
5 



<210> 18 
<211> 14 
<212> PRT 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: 
<400> 18 



Synthetic Peptide 



n 



Cys Arg Ser GlA Ala Ser Ala Asp Glu Tyr Ser Tyr Val Ala 
1 \ 5 io 



<210> 19 
<211> 60 
<212> DNA 
<213> Artificial 
<223> Description 
<400> 19 



jquence 

if Artificial Sequence: 



PCR Primer 



ttctccagtg gcagagaacY ttaaagagaa atagttcaac cggatccccg ggttaattaa 



60 



<210> 20 
<211> 60 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: PCR Primer 
<400> 20 1 

acctcggtat gatttaaatg ttuacgggca attcattttt gaattcgagc tcgtttaaac 60 

<210> 21 
<211> 60 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: PCR Primer 
<400> 21 1 

atagacgtat gggcttcaat atgtgcaktg ttggttgcta gaattcgagc tcgtttaaac 60 



<210> 22 
<211> 60 
<212> DNA 

<213> Artificial Sequence 



5 



<22Y> Description of Artificial Sequence: PCR Primer 
<400> 22 



catct^catc aacatccatc ctgtcaactt cgttgctcat gcactgagca gcgtaatctg 60 

<210> 2^ 
<211> 
<212> DNi 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: PCR Primer 
<400> 23 

caagccaaag\gcattgtttc aatctaggga tcaagagcat cggatccccg ggttaattaa 60 



<210> 24 
<211> 60 
<212> DNA 

<213> Artificial Sequence 

<223> Description of Artificial Sequence: PCR Primer 
<400> 24 

taaaatataa tcgticcaga aacttttttt tttcatttct gaattcgagc tcgtttaaac 



60 



<210> 25 
<211> 6 
<212> PRT 

<213> Homo sapiens\ 
<221> PEPTIDE 
<222> (1) . . (6) 

<223> Partial Protein Sequence 
<400> 25 

Lys Asp Val Phe Gin 
1 5 

<210> 26 
<211> 12 
<212> PRT 

<213> Homo sapiens 
<221> PEPTIDE 
<222> (1) . . (12) 
<223> Partial Protein SeqVience 
<400> 26 



Lys lie Phe Leu Glu Asn Hi\ 
1 5 

<210> 21 
<211> 8 
<212> PRT 

<213> Homo sapiens 
<221> PEPTIDE 
<222> (1) . . (8) 
<223> Partial Protein Sequence 
<400> 27 



Val Arg His Leu His 
10 



Lys Asp Val Phe Glu Arg Tyr Tyr* 
1 5 



<210> 28 
<211> 7 
<212> PRT 

<213> Homo sapiens 
<221> PEPTIDE 
<222> (1) . . (7) 

<223> Partial Protein Sequence 
<400> 28 

Lys Val Tyr Thr Tyr Val Ala 
1 5 

<210> 29 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<221> PEPTIDE 
<222> (1) . . (11) 

<223> Partial Protein Sequence 
<400> 29 

Lys Arg lie Glu Ser Leu lie Asp Arg Asp Tyr 
1 5 io 

<210> 30 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<221> SIMILAR 
<222> (1) . . (82) 

<223> Partial Protein Sequence 
<400> 30 

Phe Glu Val Lys Lys Trp Asn Ala Val Ala Leu Trp Ala Trp Asp He 
15 10 15 

Val Val Asp Asn Cys Ala He Cys Arg Asn His He Met Asp Leu Cys 
20 25 30 

He Glu Cys Gin Ala Asn Gin Ala Ser Ala Thr Ser Glu Glu Cys Thr 
35 40 45 

Val Ala Trp Gly Val Cys Asn His Ala Phe His Phe His Cys He Ser 
-50 55 60 

Arg Trp Leu Lys Thr Arg Gin Val Cys Pro Leu Asp Asn Arg Glu Trp 
65 70 75 80 

Glu Phe 



<210> 31 

<211> 82 

<212> PRT 

<213> Drosophila melanogaster 

<221> SIMILAR 

<222> (1) . . (82) 

<223> Partial Protein Sequence 

<400> 31 



7 



PhelGlu Val Lys Lys Trp Asn Ala Val Ala Leu Trp Ala Trp Asp He 
1 \ 5 10 15 

Val v\l Asp Asn Cys Ala He Cys Arg Asn His He Met Asp Leu Cys 
A 20 25 30 

He Glii Cys Gin Ala Asn Gin Ala Ser Ala Thr Ser Glu Glu Cys Thr 
35 40 45 

Val Ala frrp Gly Val Cys Asn His Ala Phe His Phe His Cys He Ser 
50 \ 55 60 

Arg Trp l\bu Lys Thr Arg Gin Val Cys Pro Leu Asp Asn Arg Glu Tyr 
65 \ 7 ° 75 80 

Asp Phe 



<210> 32 
<211> 82 
<212> PRT 

<213> Caenorhkbditis elegans 
<221> SIMILAR i 
<222> (1) . . (82\) 

<223> Partial Protein Sequence 



<400> 32 












Phe 


Glu 


Val 


Lys 


Ws 


Trp 


Ser 


Ala 


1 








\ 5 








Gin 


Val 


Asp 


Asn 


Oys 


Ala 


He 


Cys 








20 








He 


Glu 


Cys 


Gin 


AlV 


Asn 


Gin 


Ala 






35 










40 


Val 


Ala 


Trp 


Gly 


Asn) 


\Cys 


Asn 


His 




50 










55 




Arg 


Trp 


Leu 


Lys 


Thr 


AVg 


Gin 


Val 



10 



15 



25 



30 



60 



65 

Glu Phe 



75 



45 

lis Cys lie Ser 



80 



<210> 33 
<211> 82 
<212> PRT 

<213> Arabidopsis thalic 
<221> SIMILAR 
<222> (1) . . (82) 
<223> Partial Protein Sequence 
<400> 33 



Phe Glu He Lys Lys Trp Ser Ala Val Ala Leu Trp Ala Trp Asp lie 
1 5 \ io 15 

Val Val Asp Asn Cys Ala lie c\s Arg Asn His lie Met Asp Leu Cys 
20 \ 25 30 

He Glu Cys Gin Ala Asn Gin Ala\ Ser Ala Thr Ser Glu Glu Cys Thr 
35 40\ 45 



8 



Vi£L Ala Trp Gly Val Cys Asn His Ala Phe His Phe His Cys He Ser 
50 55 60 

Ar| Trp Leu Lys Thr Arg Gin Val Cys Pro' Leu Asp Asn Ser Glu Trp 
65^ 70 75 80 

Glu Vhe 



<210>\34 
<211> 
<212> PVT 

<213> Schizosaccharomyces pombe 
<221> SIMILAR 
<222> (1)\. (82) 

<223> Partial Protein Sequence 
<400> 34 

Phe Glu He lys Lys Trp Asn Ala Val Ala Leu Trp Gin Trp Asp He 
1 \ 5 10 is 

Val Val Asp hs\ Cys Ala He Cys Arg Asn His He Met Asp Leu Cys 
2<X 25 30 

He Glu Cys Gin Via Asn Thr Asp Ser Ala Ala Ala Gin Glu Cys Thr 
35 \ 40 45 

Val Ala Trp Gly Th\ Cys Asn His Ala Phe His Phe His Cys He Ser 
50 \ 55 60 

Arg Trp Leu Asn Thr ^rg Asn Val Cys Pro Leu Asp Asn Arg Glu Trp 
65 \0 75 80 

Glu Phe 



<210> 35 
<211> 82 
<212> PRT 

<213> Saccharomyces cerevi^iae 
<221> SIMILAR 
<222> (1) . . (82) 

<223> Partial Protein Sequen\:e 
<400> 35 

Phe Glu He Lys Lys Trp Thr A^a Val Ala Phe Trp Ser Trp Asp He 
1 5 \ io is 

Ala Val Asp Asn Cys Ala He CysWg Asn His He Met Glu Pro Cys 
20 \ 25 30 

He Glu Cys Gin Pro Lys Ala Met \hr Asp Thr Asp Asn Glu Cys Val 
35 40 \ 45 

Ala Ala Trp Gly Val Cys Asn His Al\a Phe His Leu His Cys He Asn 
50 55 \ 60 



Lys Trp He Lys Thr Arg Asp Ala Cys\Pro Leu Asp Asn Gin Pro Trp 
65 70 \ 75 



80 



Gin Leu 



9 



<2i0> 36 
<211> 7 9 
<212> PRT 

<213> Homo sapiens 
<221* SIMILAR 
<222>\ (1) . . (79) 

<223>\Partial Protein Sequence 
<400> B6 

Phe SerALeu Lys Lys Trp Asn Ala Val Ala Met Trp Ser Trp Asp Val 
1 \ 5 10 15 

Glu Cys Asp Thr Cys Ala lie Cys Arg Vai Gin Val Met Asp Ala Cys 
\ 20 25 30 

Leu Arg Cyfe Gin Ala Glu Asn Lys Gin Glu Asp Cys Val Val Val Trp 
3i 40 45 

Gly Glu Cys yvsn His Ser Phe His Asn Cys Cys Met Ser Leu Trp Val 
50 \ 55 60 

Lys Gin Asn Afen Arg Cys Pro Leu Cys Gin Gin Asp Trp Val Val 
65 \ 70 75 

<210> 37 \ 

<211> 78 \ 

<212> PRT \ 

<213> CaenorhabdAtis elegans 

<221> SIMILAR \ 

<222> (1) . . (78) \ 

<223> Partial Protein Sequence 

<400> 37 \ 

Phe Val Leu Lys Lys Vrp Asn Ala Leu Ala Val Trp Ala Trp Asp Val 
1 5 \ 10 15 

Glu Cys Asp Thr Cys aL He Cys Arg Val His Leu Met Glu Glu Cys 
20 \ 25 30 

Leu Arg Cys Gin Ser Glu Wo Ser Ala Glu Cys Tyr Val Val Trp Gly 
35 \ 40 45 

Asp Cys Asn His Ser Phe His His Cys Cys Met Thr Gin Trp He Arq 
50 5^ 60 9 

Gin Asn Asn Arg Cys Pro LeuXCys Gin Lys Asp Trp Val Val 
65 "70 \ 75 

<210> 38 \ 
<211> 80 \ 
<212> PRT \ 
<213> Homo sapiens \ 
<221> SIMILAR \ 
<222> (1) . . (80) \ 
<223> Partial Protein Sequence \ 
<400> 38 \ 



10 



Val LysNIle Lys Cys Trp Asn Gly Val Ala 
1 \ 5 10 

Asn Asp Glu\ Asn Cys Gly He Cys Arg Met 
\ 20 25 

Pro Asp Cys lAs Val Pro Gly Asp Asp Cys 
35 \ 40 

Cys Ser His Cys \phe His Met His Cys He 
50 \ 55 

Gin Gin Val Gin Gl\ His Cys Pro Met Cys 
65 \ 70 



Thr Trp Leu Trp Val Ala 
15 

Ala Phe Asn Gly Cys Cys 
30 

Pro Leu Val Trp Gly Gin 
45 

Leu Lys Trp Leu His Ala 
60 

Arg Gin Glu Trp Lys Phe 
75 80 



<210> 39 
<211> 80 
<212> PRT 

<213> Drosophila melanigaster 
<221> SIMILAR 
<222> (1) . . (80) 

<223> Partial Protein Sequence 
<400> 39 

Val Thr He Lys Ser Trp Thr Gly Val 
1 5 

Asn Asp Glu Asn Cys Gly Ile\ Cys Arg 
20 \ 25 

Pro Glu Cys Ala Leu Pro Gly ksp Asp 
35 \4Q 

Cys Ser His Cys Phe His Met H$s Cys 
50 55 r 

Gin Pro Leu Asn Lys Gin Cys Pro\Met 
65 70 

<210> 40 
<211> 74 
<212> PRT 

<213> Caenorhabditis elegans 
<221> SIMILAR 
<222> (1) . . (74) 

<223> Partial Protein Sequence 
<400> 40 



Ala Thr Trp Arg Trp lie Ala 
10 15 

Met Ser Phe Glu Ser Thr Cys 
30 

Cys Pro Leu Val Trp Gly Val 
45 

He Val Lys Trp Leu Asn Leu 
60 

Cys Arg Gin Ser Trp Lys Phe 
75 80 



He Thr Val Lys Lys Leu His Val Cys 
1 5 

Thr Cys Gly He Cys Arg Met Glu Phe 
20 25 

Lys Phe Pro Gly Asp Asp Cys Pro Leu 
35 40 

Ala Phe His Arg His Cys He Asp Lys 
50 55 



Gl} 
1C 

Glu 



Val 



Trp 



Glu Trp Lys Trp Leu Asp 
15 

Ser Ala Cys Asn Met Cys 
30 

L^u Gly He Cys Arg His 
45 

114 Gin Pro Arg Ala Gin 
60 



11 



Cys PrdvLeu Cys Arg Gin Asp Trp Thr lie 
65 \ 70 



<210> 41 
<211> 76 
<212> ■ PRT 

<213> Sacchairamyces cerevisiae 
<221> SIMILAR> 
<222> (1) . . (76) 

<223> Partial Fr° tein Sequence 
<400> 41 

Val Lys He Asn <ku Val His Ser Val Phe Ala Trp Ser Trp Asp Val 
1 \5 10 15 

Cys Gly He Cys Ar\ Ala Ser Tyr Asn Gly Thr Cys Pro Ser Cys Lys 
20 \ 25 30 

Phe Pro Gly Asp Gin bys Pro Leu Val He Gly Leu Cys His His Asn 
35 \ 40 45 

Phe His Asp His Cys I^e Tyr Arg Trp Leu Asp Thr Pro Thr Ser Lys 
50 \ 55 60 



Gly Leu Cys Pro Met Cys \rg Gin Thr Phe Gin Leu 
65 70 75 



12 



